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[ Abstract]
broblast growth factor receptor 1 (FGFR1) and extracellular matrix metalloproteinase inducible factor (CD147) in patients with non-
small cell lung cancer (NSCLC). Methods Ninety-six patients with NSCLC (NSCLC group) and 60 healthy individuals ( control
group) were included in this study. Serum GSTP1, FGFR1 and CD147 levels in the two groups, and in patients with different clinico-

Objective To analyze the expression and clinical significance of serum glutathione S-transferase P1 ( GSTP1) , fi-

pathological characteristics were compared. The diagnostic efficacy of the three indicators for NSCLC was analyzed. Results The levels
of serum GSTP1, FGFR1 and CD147 in the NSCLC group were higher than those in the control group (P <0.05). There were
statistical significance in the levels of serum GSTP1, FGFR1 and CD147 in NSCLC patients with different TNM stages and with/without
lymph node metastasis (P>0.05). The AUC, specificity and sensitivity of the combination of the three indicators for diagnosing
NSCLC were 0.908, 91.70% and 90.00% , respectively, which were higher than those with a single indicator ( P <0.05).
Conclusions The levels of serum GSTP1, FGFR1 and CD147 are significantly elevated in patients with NSCLC. They affect the oc-
currence, progression and prognosis of the disease. Joint detection of these indicators plays an important role in the clinical diagnosis
and treatment of NSCLC.
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IR TR, 27 RS #E X(P>0.05) ., UL

;OB AL 2 O/ R BEM I RES W R R 1. AUEC ISR % B 2 H

PSR H PRI RS B 60 Rt A4, P
*1 WAAEZANLR
415 %k P BRCANEE . SEI (%) PR REAR L (kg/m?) WEA S (0 (% ) ]
popilsE) 60 38(63.33) 22(36.67) 62.25+6. 85 22.03+1.25 24(40.00)
NSCLC 21 96 56(58.33) 40(41.67) 62.12+6. 96 22.16+1.18 38(39.58)
it x> =0.385 1=0.114 1=0. 654 x> =0.003
P 0.535 0. 909 0.514 0.959
1.2 A& W, TR ER L R AR ESD RT- PCR SV 1
1.2.1 [fil7& GSTP1 FGFR1 .CD147 il OBUERE WIS RHIE AR EI 2, 25 R 5 R =0. 996 >
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min , H_F V5, DA S8 W FFH2AS I I GSTPT |
CD147 /K-, QBUERE ABEIK H 1 R4 18 # bk i 2
ml , AINPCEE R, B SR EE [ 5 2000 ¢ 250, 43 5 i
1, 4RJ5 12000 g 5.0 10 min, B 35K 1.5 ml, &
T EP & rp  PAARE R B N -80 °C ; HL 200 wl Il
A, TR a0 T 3T/ R, SR 5 A 1l K
20 wl LA B ZBM#M 200 wl, T MRS 8505, % B IR
FER 56 C,fEMIREE T FE 10min, F-1A 200 wl
LM FEAMIR A B2 Z 05 18 B A B V544 1 5 DNA
WeAEAL Sk SR G 18 50 pl 19 Buffer AE 5357 55 1)
DNA Ve, FF7E-80 CF IRAF ; 15 HEHUA DNA AR
M, & 5187540 . EiF .5 GGCCATGGAGGCT-
GTTAGAC3’ , Fii#:5> ACACCACTAAAAGCAAAA

CCCA3’, i Bk 5| ¥i#kfT PCR ¥4, ) 0 % 4
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2.1 F4AIE GSTP1.FGFR1 DNA ,CD147 7K F
Eb%B  NSCLC 41 1fiL7E GSTP1 \FGFR1 ,CD147 /K-
FXF IR (P<0.05), WFE2,

Fz2 WHHAME GSTP1 . FGFR1 DNA,CD147 /XKLL %

2157 %5 GSTP1 (ng/ml) FGFR1 DNA CD147 (ng/L)
pogiE| 60 0.68+0. 11 0.59+0. 09 2.78+0. 32
NSCLC 4 96 2.510.29 6.42+0.72 6.5120.75
' 46.775 62.343 36. 470

P <0. 001 <0. 001 <0. 001

2.2 N[E 5% E ¥ /E NSCLC = & 1 & GSTP1,
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KB 45 #R2 1 L B NSCLC 2235 11 GSTP1 .FGFR1

DNA .CD147 /KFE 3, ZR A5 it E X (P<
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R3 AREFIEHHE NSCLC BF MF GSTP1 FGFR1 DNA,CD147 7K E Lb 3%

WiH ik GSTP1 ( ng/ml) FGFRI DNA CD147 (ng/L)
£S5 5 56 2.47+0. 29 6.32+0. 67 6. 4220. 64
% 40 2.51+0.27 6. 580. 62 6. 670. 68
AE <60 % 45 2.46+0. 32 6. 88+0. 63 6. 390. 65
=60 % 51 2.55+0.27 6. 54+0. 68 6. 62+0. 63
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i H %% GSTP1 ( ng/ml) FGFRI DNA CD147 (ng/L)
A R <24 kg/m? 62 2.560. 28 6. 42+0. 56 6.52+0. 72
=24 kg/m> 34 2.4720.32 6. 58+0. 68 6. 65+0. 67
W A 5 H 38 2.61+0. 42 6. 34x0. 88 6. 38+0. 64
¥k 58 2.4620. 35 6.4220. 67 6. 5620. 65
R f 42 2.55+0.37 6.32+0. 69 6. 40+0. 68
TG 54 2.4820. 42 6. 5020. 61 6. 5920. 64
W E LR H 26 3.20+0. 33 8.32+0. 82 8.770. 93
¥ 70 2.250. 24* 5.71x0.61° 5. 68+0. 62°
TNM 4348 I~1 55 1. 89+0. 20 5.65+0. 58 5.25+0. 54
m~N 41 3.35+0.37" 7.45+0.77° 8.24+0. 83"
I L3 A KN Hads 12 2.65+0. 27 6. 12x0. 62 6. 34+0. 65
AR 40 g 60 2.52+0.29 6. 45+0. 65 6. 4820. 67
A 24 2.41+0. 26 6.510. 61 6. 720. 68

a5 E LSS , P<0. 05;b5 TNM 40401 1 ~ I HAR, P<0. 05
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TEFRIC A2 NSCLC 1Y AUC 555 | R 8 407

7 0.908 91.70% .90. 00% , ¥4 &5 T~ A — 45 b 46 ]
(P<0.05), W4 K1,

#£4 IniE GSTP1.FGFR1 DNA,.CD147 Xt NSCLC B2 B M {E S 17

£zt AUC b2z 95% CI P Il S Bk (%) FERE(%)

GSTP1 0. 803 0.041 0.723 ~0. 883 <0.001 2.35 ng/ml 62. 50 85.00
FGFR1 DNA 0. 836 0. 035 0.767 ~0.905 <0. 001 0.76 86. 50 76.70
CD147 0.798 0. 042 0.716 ~0. 880 <0. 001 3.6 ng/L 87.50 78.30
=HBA 0. 908 0.028 0. 854 ~0. 963 <0.001 - 91.70 90. 00
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