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[ Abstract ) Objective ~ To investigate the expression of programmed death factor ligand-1 ( PD-L1 ) and lysine
methyltransferase 2D (KMT2D) in primary basaloid squamous cell carcinoma of the esophagus (BSCC) and their correlation with prog-
nosis of patients. Methods Forty-seven patients with BSCC treated in our hospital from January 2015 to January 2019 were selected.
PD-L1 and KMT2D expression in cancerous and adjacent tissues were detected. The correlation between these expressions and clinico-
pathological features was analyzed. Kaplan-Meier method was used to analyze the survival. COX univariate and multivariate analysis
was used to analyze the influencing factors for prognosis of the patients. Results The expressions of PD-L1 and KMT2D in cancer tis-
sues of primary esophageal BSCC were significantly higher than those in para-cancer tissues ( P<0.05). There were statistically signifi-
cant differences in depth of invasion, clinical stage and lymph node metastasis between high and low expression groups of PD-LI and
KMT2D (P<0.05). There was no significant difference in gender, age, tumor size, tumor location and differentiation degree ( P>0.
05). There was a positive correlation between PD-L1 and KMT2D expression in primary esophageal BSCC patients ( P<0.01). Surviv-
al analysis results showed that the 5-year overall survival rates of the PD-LI high expression group and PD-LI low expression group
were 12.5% (2/16) and 41.9% (13/31), respectively. The difference of cumulative overall survival rates between the two groups
was significance ( P<0.05). The 5-year overall survival rates of the KMT2D high-expression group and the KMT2D low-expression
group were 17.2% (5/29) and 55.6% (10/18), respectively. The difference in cumulative overall survival rate between the two
groups was statistically significant (P<0.05). COX multivariate regression analysis identified that T4 invasion depth, IIT to IV tumor
stage, lymph node metastasis, high expression of PD-L1, and high expression of KMT2D were independent risk factors affecting the
prognosis of patients with primary esophageal BSCC ( P<0.05). Conclusions The high expression of PD-L1 and KMT2D is closely
related to poor prognosis of patients with primary esophageal BSCC. They may be used as prognostic markers for esophageal BSCC.
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