6 S HIBE Bl R 44k 2026 4F 3 H 55 23 55 2 1)

N — AR P B AR TE A A RS WS T Y
bt 5E 2
ESE AN it it 1 ok

LAFREAYEAFREFRMERFER a. BE b, £AZEF 0 ¥ R 430030;
2. B B R AR R A LA E AR E, #d RIX 430030

[WE] HFHEABREZ-—AUAREL HEAREMEEEEIFANE DAL MRE, L4 X E T HhEFER
HBRAREFH ENMRA BT RS, S, A EEARER AR RSN TR EMARERL GRS BT RT Fovdhk , 4
YWk B EFR, T—RIMFHA (next generation sequencing, NGS) B & EE ) HE B REE MR EMRE, N
MEHAERFEF DB R T HEE, AERNE T NCSHAWBRCREBEEESNHANR, L MR T AL HE A
JERAED I AR RTHEEEN AR, AR T ZEARORELETOE G R R, W EEREEA
BEXREED T PR ARESE,

[R@iA] @EMAER, T—RUFERREFD ;T HEAN

[FES%ES]) R772.2 [ SCEkFrER] A [XEHES] 1672-6170(2026) 02-0006-06

Research progress of next—generation sequencing technology in precision diagnosis and treat-

ment of bacterial keratitis WANG Aijia'"*, ZHANG Shu-yuan", LI Gui-gang'®  la. Department of
Ophthalmology , 1b. Reproductive Medicine Centre , Tongji Hospital Affiliated to Tongji Medical College , Hua-
zhong University of Science and Technology , Wuhan 430030, China ; 2. Hubei Key Laboratory of Otorhinolar-
yngologic and Ophthalmic Diseases, Wuhan 430030, China

[ Corresponding author] LI Gui-gang

[ Abstract] Bacterial keratitis is a common infectious ocular disease. Its characteristics are acute onset, rapid progression and
high blindness rate. The key to its diagnosis and treatment lies in the rapid and accurate identification of pathogenic microorganisms
and the development of individualized treatment strategies. Currently, changes in the pathogenic spectrum of bacterial keratitis and its
drug resistance have posed new challenges to clinical diagnosis and treatment. The traditional diagnostic methods are difficult to meet
clinical needs. However, next generation sequencing ( NGS) technology offers a new approach for the etiological diagnosis of bacterial
keratitis. This is because that NGS has advantages such as high throughput, wide coverage, high sensitivity and rapid response. This
review introduces the core principles of NGS technology and its current status in medical applications. lts application progress in the ac-
curate diagnosis, drug resistance detection and epidemiological surveillance of bacterial keratitis is focused. Its future development di-
rection and clinical transformation prospects are also discussed. Our arm is to provide a reference for its application in the precise diag-
nosis and treatment of infectious keratitis.
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