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[ Abstract] Objective To investigate the expression level of plasma LINCO1480 in patients with multiple myeloma ( MM )
and its application in non-invasive monitoring of minimal residual disease (MRD) in early disease recurrence. Methods  Patients
with newly diagnosed MM were included as a study group and healthy bone marrow donors as a control group. The 2024-updated R2-
ISS staging system was used to stratify the prognosis of the study group. RT-qPCR was used to detect the expression of LINC01480 in
bone marrow plasma cells and in plasma. The plasma IL-6 level was measured by ELISA. Patients were regularly followed up after
chemotherapy to monitor LINCO1480 expression and assess progression-free survival ( PFS). Results  The bone marrow plasma
cells LINCO1480 level in the MM patients was (34.41+10.03) times higher than that in the control group ( P<0.001). The ex-
pression of bone marrow LINCO1480 in R2-ISS stage IV patients was significantly higher than that in the stage I, stage II, and stage
III patients( P<0. 05). At the initial diagnosis, the bone marrow plasma cells LINCO1480 level was positively correlated with 1L-6
and plasma LINCO1480 expression (r=0.948 and r=0.924,P<0.0001). Patients with low expression of LINC0O1480 had signifi-
cantly longer PFS than those with high expression of LINC01480 ( P<0. 05). After chemotherapy, 12 patients achieved complete re-
mission. Among them, 8 patients with sustained MRD negativity maintained low levels of LINCO1480 expression. The remaining 4
patients showed an upward trend in LINC0O1480 expression levels, which occurred prior to the detection of MRD by next-generation
flow cytometry. The average lead time was 3 ~ 8 weeks. Conclusions  The expression level of plasma LINCO1480 in newly diag-
nosed MM patients is strongly correlated with tumor burden. It has the potential to serve as an early indicator for monitoring MRD re-
lapse in MM patients.
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